Supplementary Data. Sequence-specific NMR resonance assignment.
Sequence-specific assignments of backbone resonances for the apo form were obtained using standard triple resonance NMR experiments (HNCO, HN(CO)CA, HNCA, HN(CO)CACB, HNCACB). NOE distance restraints were determined with the use of 3D 15 N-edited and 13 C-edited NOESY-HSQC experiments. An almost complete resonance assignment was obtained for each backbone nucleus of the apo form with the exception of Gly(-3), Ser(-2), and Ser(-1) from the N-terminal GSS linker, and Thr868 for which the 1 H, 15 N cross peak could not be observed, presumably due to dynamics. The overall completeness of resonance assignments including side chains was 97.4%. 13 C resonances of the holo form were assigned employing the same set of NMR experiments as for the apo form. Gly(-3), Ser(-2), Ser(-1), Thr868 and Gly869 backbone resonances of the holo form could not be identified in the 15 N-HSQC spectra. The overall completeness of resonance assignments including side chains was 98.8%. 
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Supplementary Video
Morph of apo-to-holo transition (and back) of a-actinin-1 CaMD triggered by binding of calcium ion to EF1. CaMD is shown as cartoon; EF1-2 is shown in light pink (apo) or magenta (holo), EF3-4 in violet, and the linker region between the two lobes in green. Calcium ion is depicted as a green-cyan sphere, and coordination bonds as yellow sticks. Morph was created using Chimera 2 .
